Big data is a subject which has attracted significant interest in recent years. In the past, the speed at which interesting data was produced was significantly slower than our ability to process it. However, today the problem is reversed and our ability to produce data greatly outstrips our ability to process and analyse it. In other words, the scale of data which needs to be stored, processed and analysed has greatly increased.
The recent Royal Society meeting on storage and indexing of massive data covered a wide variety of topics related to this area: compression, indexing, storage, information retrieval and more. The meeting brought together researchers from string processing, bioinformatics and information retrieval and covered both theoretical concepts and practical applications. Massive data is an area where theory and practice meet regularly and often the two cannot be obviously separated.
From this meeting, it is clear that although lots of work has been done and many efficient methods for dealing with huge databases, human genome data and other sources of massive data have been developed, there is still much to do. It is recognized throughout the community that techniques need to be developed to efficiently deal with terabytes, petabytes and beyond.
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